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SEQUENCE LISTING 

<110> Sheppard, Paul 0. 
Adier, David A. 

<120> SECRETED SALIVARY ZSIG63 POLYPEPTIDE 

<130> 97-71 

<150> US 607124,820 
<151> 1999-03-17 

<160> 9 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 1008 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (128). . .(784) 
<400> 1 

agacagacta aaaaagccat gtattctttc gtttctctct aaaagaagaa aaatataatt 50 
taaaaataca ttgcgtattt tctaaaacaa taaatttata gtgttaatat tcatagggtc 120 
aatcaaa atg aag ctt etc ctt tgg gcc tgc att gta tgt gtt get ttt 169 
Met Lys Leu Leu Leu Trp Ala Cys He Val Cys Val Ala Phe 
15 10 

gca agg aag aga egg ttc ccc ttc att ggt gag gat gac aat gac gat 217 
Ala Arg Lys Arg Arg Phe Pro Phe lie Gly Glu Asp Asp Asn Asp Asp 
15 20 25 30 

ggt cac eca ctt cat cea tct etg aat att cet tat gge ata egg aat 265 
G1y His Pro Leu His Pro Ser Leu Asn He Pro Tyr Gly He Arg Asn 
35 40 45 



tta eca cct ect ctt tat tat egc cca gtg aat aca gtc ccc agt tac 
Leu Pro Pro Pro Leu Tyr Tyr Arg Pro Val Asn Thr Val Pro Ser Tyr 
50 55 60 
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cct ggg aat act tac act gac aca ggg tta cct teg tat ccc tgg att 361 
Pro Gly Asn Thr Tyr Thr Asp Thr Gly Leu Pro Ser Tyr Pro Trp He 
65 70 75 

eta act tct cct gga ttc ccc tat gtc tat cac ate cgt ggt ttt ccc 409 
Leu Thr Ser Pro Gly Phe Pro Tyr Val Tyr H1^ lie Arg Gly Phe Pro 
80 85 90 

tta get act cag ttg aat gtt cct cct etc cet cct agg ggt ttc ccg 457 
Leu Ala Thr Gin Leu Asn Val Pro Pro Leu Pro Pro Arg Gly Phe Pro 
95 100 105 110 

ttt gtc cct cct tea agg ttt ttt tea gea get gca gca ccc get gee 505 
Phe Val Pro Pro Ser Arg Phe Phe Ser Ala Ala Ala Ala Pro Ala Ala 
115 120 • 125 

cca cct att gca get gag cct get gca get gca cct ett aca gee aca 553 
Pro Pro He Ala Ala Glu Pro Ala Ala Ala Ala Pro Leu Thr Ala Thr 
130 135 140 

cet gta gca get gag cct get gca ggg gee cct gtt gca get gag cct 601 
Pro Val Ala Ala Glu Pro Ala Ala Gly Ala Pro Val Ala Ala Glu Pro 
145 150 155 

get gca gag gca cct gtt gga get gag cct get gca gag gca cet gtt 649 
Ala Ala Glu Ala Pro Val Gly Ala Glu Pro Ala Ala Glu Ala Pro Val 
160 165 170 

gca get gag cct get gea gag gca cct gtt gga gtg gag cca get gca 697 
Ala Ala Glu Pro Ala Ala Glu Ala Pro Val Gly Val Glu Pro Ala Ala 
175 180 185 190 

gag gaa cct tea cca get gag cet get aca gee aag'cct get gee cca 745 
Glu Glu Pro Ser Pro Ala Glu Pro Ala Thr Ala Lys Pro Ala Ala Pro 
195 200 205 

gaa cet cac cct tct ccc tct ctt gaa cag gca aat cag tgaaattcte 794 
Glu Pro His Pro Ser Pro Ser Leu Glu Gin Ala Asn Gin 
210 215 

tagaagagta eeatgggttc atttctatae tgatgcagaa ataagtgaaa tetacaaaag 854 

ttttctttet tttccaaaga ctatttcatt ctgttgtatt cagagtattc ateteactae 914 

attgatttgt ttgtggtagt ttttccttgg acttaattta tattgaaaaa acattgataa 974 

ttaaataaat aaaatagata atttagacca atgg 1008 
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<210> 


2 












<211> 


219 












<212> 


PRT 












<213> 


Homo ^r^nipns 












<400> 


2 










Met 


1 VS 1 PIJ 


1 Pij 1 Pij Trn Al f\ 


Cvs He Val 


Cvs 

OJ o 


Val Ala Phe 


Ala Ara 

n 1 u ni y 


1 

JL 






1 n 






1R 




Ara Aro 


Php Pro Php Hp 


Glv Glu A<;d 


Asn 


Asn Asn Asn 

no f 1 no LJ no 


Glv His 








2R 




ou 




Pro 


1 PI ] Hi ^ 

i_ \3 m 1 I 1 o 


Pro Spp 1 PIJ A<^n 


Tip Pro Tvr 


fil V 

U 1 J 


Tip Arn Asn 

J. I c ni y no 1 1 


1 PI i Prn 

Lcn r 1 o 
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HO 




Prn 


ppn 1 PI 1 


Tvp Tvr Am Ppo 


\/;^l A<;n Thr 

V u t r\0 i \ MM 


V a i 


Prn 9pr Tvr 


Prn ni V 




ou 








uu 




r\Oi 1 


Thp T\/p 


Thr A<^n Thr fnl \/ 

Mil MojJ Mil 'O I J 


i Pf 1 Prn *snr 


T\/r 

lyr 


Prn Trn Tin 


1 pf I Th r 


DO 




/ u 




7R 
/ o 








r I u u i J 


Php Prn Tvr 
rilc riu \ J l vdi 


T\/ r W 1 c T 1 o 
i J 1 n 1 o lie 


A rn 
Mf y 


r^l \/ Php Prn 
u i J r 1 ic r 1 U 


1 PI I Al A 
LtiU M 1 d 














QR 

-30 


1 f it 


ni n i PI ! 


Acn \/;^ 1 Prn Prn 
no i 1 V d 1 r I U riu 


1 PI 1 Prn Prn 
LtrU riu r { U 


Arn 
Mi y 


ni V/ Php Prn 
U 1 J r ! Ic r 1 U 


Php \/al 
r 1 It. V d ! 






1 nn 

lUU 


1 OR 
iUO 








rf U 


ri U otri 


Av^n Dho Pho ^or 


Al;:i AIa Al ;:i 
Mid Mid Mia 


Al 7\ 

M 1 d 


Prn Al 7^ Al A 
r I U Mid Mid 


ri U r I U 




1 1 R 








I/LO 




i t c 


Mid Hid 


m 1 1 Prn Al A Al :^ 
ulU riU Aid Aid 


Ala A 1 n Pr-n 

Mid Mid r 1 U 




Thp Al Thr 
1 III Mid 1 111 


Prn \}^1 
ri U Vd 1 












1 AO 




M t a 


Al ;^ (^1 1 ! 
Mid u 1 U 


Prn AIa Al;:i r;l \^ 
riu Mid Mid OfJ 


Al ;i Prn \/;^ 1 
Mid r 1 U vd 1 


Al ;:i 
M i d 


Al :=) ni 1 1 Prn 
Mid u 1 U r 1 U 


Al :3 Al 3 
Mid Mid 






ibu 




ioo 




ibu 


Glu 


Ala Pro 


Val Gly Ala Glu 


Pro A1a Ala 


Glu 


Ala Pro Val 


Ala Ala 






155 


170 






175 


Glu 


Pro Ala 


Ala Glu Ala Pro 


Val Gly Val 


Glu 


Pro Ala Ala 


Glu Glu 






180 


185 




•190 




Pro 


Ser Pro 


Ala Glu Pro Ala 


Thr Ala Lys 


Pro 


Ala Ala Pro 


Glu Pro 




195 




200 




205 




His 


Pro Ser 


Pro Ser Leu Glu 


Gin Ala Asn 


Gin 








210 


215 











<210> 3 
<211> 657 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Degenerate polynucleotide sequence for zsig63 

<221> misc_feature 
<222> (1) . . .(657) 
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<223> n = A,T,C or G 
<400> 3 

atgaarytny tnytntgggc ntgyathgtn tgygtngcnt tygcnmgnaa rmgningntty 60 

ccnttyathg gngargayga yaaygaygay ggncayccny tncayccnws nytnaayath 120 

ccntayggna thmgnaayyt nccnccnccn ytntaytaym gnccngtnaa yacngtnccn 180 

wsntayccng gnaayacnta yacngayacn ggnytnccnw sntayccntg gathytnacn 240 

wsnccnggnt tyccntaygt ntaycayath mgnggnttyc cnytngcnac ncarytnaay 300 

gtnccnccny tnccnccnmg nggnttyccn ttygtnccnc cnwsnmgntt yttywsngcn 360 

gcngcngcnc cngcngcncc nccnathgcn gcngarccng cngcngcngc nccnytnacn 420 

gcnacnccng tngcngcnga rccngcngcn ggngcnccng tngcngcnga rccngcngcn 480 

gargcnccng tnggngcnga rccngcngcn gargcnccng tngcngcnga rccngcngcn 540 

gargcnccng tnggngtnga rccngcngcn gargarccnw snccngcnga rccngcnacn 600 

gcnaarccng cngcnccnga rccncayccn wsnccnwsny tngarcargc naaycar 657 

<210> 4 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer ZC6768 
<400> 4 

gcaattaacc ctcactaaag ggaac 25 

<210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer ZC694 
<400> 5 

taatacgact cactataggg 20 

<210> 6 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer ZC7231 



<400> 6 

tttttttttt tttttttttt tttttv 

<210> 7 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer ZC7764a 
<400> 7 

tttttttttt tttttttttt ttttta 

<210> 8 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer ZC20555 

<400> 8 
ccacctcctc tttattat 

<210> 9 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer ZC20556 

<400> 9 
aatccaggag aagttaga 



